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Figure S1. KEGG pathway enrichment of DEGs. (A) SO01 vs. S02. (B) S03 vs. S04.
(B) SO1 vs. S03.(D) S02 vs. S04 ( SO1: 36 h sample for M.ruber CICC41233; S02: 36
h sample for M.ruber GLP24; S03: 144 h sample for M.ruber CICC41233; S04: 144 h

sample for M.ruber GLP24)



